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Good Laboratory Practices and L.I.M.S. system: the Challenge for a Next Generation 

Sequencing and Bioinformatic Research Laboratory

Next Generation Sequencing (NGS) platforms have radically changed the field of genomics allowing both resequencing and de novo sequencing of whole genomes and are routinely applied to a variety of

functional genomics problems, including, but not restricted to, global identification of genomic rearrangements, investigation of epigenetic modifications, single nucleotide polymorphism (SNP) discovery,

transcriptome profiling and metagenomics. Although NGS has markedly accelerated multiple areas of genomics research, it is a massively parallel process and, thus, generates unprecedented volumes of

data, which present challenges and opportunities for data management, storage, and, most importantly, analysis and interpretation.

The Molecular Biodiversity Laboratory

(MoBiLab), located in Bari at the CNR-IBBE, is a

NGS research infrastructure. In MoBiLab skills

and advanced facilities for molecular and

bioinformatics analyses are integrated to provide

the scientific community with services and

counselling for molecular biodiversity studies.

The laboratory is fully equipped with operative

platforms based on the most innovative NGS

technologies and powerful resources for data

storage and computational analysis in the field of

Genomics, Metagenomics and Transcriptomics.

Set up of a quality management system based on

Good Laboratory Practices (GLPs) accompanied by

a L.I.M.S. management system in order to assure

the highest levels of reliability, reproducibility and

traceability of the results, a process that is also

expected to foster their potential exploitation.
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